In this article, the rictor mutants used were incorrectly described as heterozygous null rictor D1/D2 mutants. The mutants used for publication were in fact hemizygous rictor D2 null mutants. Both alleles are null mutations [1]. Please note that this error does not impact our results or conclusions. The error has now been corrected throughout the article online. Furthermore, some minor labeling changes have been made in the main and supplemental figure legends to reflect Drosophila nomenclature conventions. The authors apologize for any confusion. 
(Current Biology 26, 184-194; January 25, 2016) In this article, the rictor mutants used were incorrectly described as heterozygous null rictor D1/D2 mutants. The mutants used for publication were in fact hemizygous rictor D2 null mutants. Both alleles are null mutations [1] . Please note that this error does not impact our results or conclusions. The error has now been corrected throughout the article online. Furthermore, some minor labeling changes have been made in the main and supplemental figure legends to reflect Drosophila nomenclature conventions. The authors apologize for any confusion.
(Current Biology 26, R338-R342; April 25, 2016) In the originally published version of this Minireview, we stated that Monfort et al. [1] identify RBM15 as a factor important for X chromosome silencing. This is incorrect: RBM15 is not significantly enriched in their viral gene trap mutagenesis strategy. This has now been corrected in our article text and Table 2 online. The authors apologize for the error.
